For every 1.00 cm 2 of sample area, 2.00 ml of Trizol (Life Technologies, CA, USA) was 144 used to homogenize the coral tissue in 50 ml capped vials by vigorous shaking. A neutralization 145 reaction occurs between the calcium carbonate coral skeleton and the acidic Trizol. Therefore, on 146 removal of the homogenate to a new vial 1 to 5 µl of 6 M hydrochloric acid were added to each 147 sample to minimize DNA contamination of the aqueous phase on the addition of chloroform. 148 Total RNA was extracted from the acidified homogenate according to the manufacturer's 149 protocol. An additional chloroform extraction was performed, as required for samples with high 150 levels of carbohydrate contaminants (i.e. coral mucus). The aqueous phase was removed and 700 151 µl were loaded onto RNeasy columns (Qiagen, Velno Netherlands), and the purification of total 152 RNA was performed according to the manufacturer's protocols. A DNA digestion step was also 153 performed using the same manufacturer's on-column DNase treatment according to the 154 manufacturer's protocol. Following elution, RNA quality was verified by 2% denaturing agarose 155 gel electrophoresis, and a NanoDrop spectrophotometer (Thermo Scientific, USA) was used to 156 determine 260/280 nm ratios and total RNA concentrations. Total RNA was sent for mRNA 157 254 BLASTx hits to Swissprot sequences reveals most frequent hits to the N. vectensis proteome, 255 followed by other metazoans (Figure 2) . Collectively, these results suggest that the methods 256 chosen for assigning sequences to the coral host were sufficiently robust to exclude microbial 257 sequences within the metatranscriptome. (Table 1) . 363 To date, interactions between the coral host and associated microbes have focused on 
